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L ead er sequence- 



-30 -1 
RAT MGS PVFRRPFCHLSTYSLLWAIAAVALSTA 
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HUM — I — M S —V — VM V--C 



| V-like domain (domain 1 ) • 



RAT QVEVVTQDERKLLHTTASLRCSLKTTQEPL 

MOU -A S 

HUM Q E Y -K QNA A-- 

31 

RAT IVTWQKKKAVGPENMVTYSKAHGVVIQPTY 

MOU S T A — 

HUM - E N 

61 ** *• 

RAT KDRINITELGLLNTSITFWNTTLDDGGCYM 

MOU V W-- S H I G 

HUM K Q Q T -I E 

91* | C-Iike domain < domain II) 
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1 8 1 (Transmembrane region 
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211 | Cytoplasmic region • 
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MOU --- I 

HUM - - - V D L 
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RAT SQGMQRMK 

MOU 

HUM - V - - K - - -T 



invariant cysteine residues: ** invariant asparagine (N- linked oh go saccharides) 
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